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Figure 2 . 



ATGAATCAATTAATTGAAAATGTTAATC 
1 + + + + + + 6Q 

MNQLI ENVN LQKLRGGYYTP 
AAAGTTATTGCTGACTTTTTATGTC 
61 + + + + + + 12 0 

KVIADFLCQWSIQDDTKSVL 
GAACCCAGTTGTGGAGATGGTAATTTTATTGAATCGGCAATACTT 
121 + + + + + + 180 

EPSCGDGNFIESAI LRFKEL 

AGTATAGATAATGAACAACTTAAAGGAAGAATTACAGGAGTAGAGCTAATTGAAGAAGAA 
181 + + + • + + + 240 

SIDNEQLKGRITGVELIEEE 

GCTTTGAAAGTTCAAAATCGAGCAAATGAGTTGGGGGTTG^^ 
241 + + + + + + 300 

ALKVQNRANELGVDKNS IVN 

AGTGACTTCTTTCAATTTGTAAAAGATAATAAGAATAAAAAATTTC 
301 + — + + + + + 360 

SDFFQFVKDNKNKKFDTIIG 

AATCCACCATTCATAAGATACCAAAACTTTCCTGAAGAGCATCGTAGTATAGCCATGGAA 
361 + + + + + + 420 

NPPFIRYQNFPEEHRSIAME 

ATGATGGAGGAACTAGGTTTAAAACCTAATAAACTTACAAA 
421 + + + + + + . 480 

MMEELGLKPNKI/TNIWVPFL 
GTGGTATCTGCTACATTACTTAATGAACAAGGAAAGATGGCTATGGTTATACCGGCTG^ 
481 + + + + + + 540 

VVS A TLLNEQGKMAMVI PAE 
TTATTTCAGGTAAAGTATGCAGCAGAAACAAGAATTTTTTTA 
541 + + + + + . + 600 

liFQVKYAAETRIFLSKFF DR 
ATCACTATAATTACATTTGAAAAACTTGTTTTTGAAAATATC 
601 + + + + + 660 

ITIITFEKLVFENIQQEVIL 
CTTCTTTGTGAAAAGAAAGTTAATAAAGGTAAAGGAATTCGGGTTATTC 
661 + + + - — + + + 720 

LLCEKKVNKGKGI RVI ECEN 
TTAGATGGATTAAATTCCATTGATTTTGTAGCTATA 
721 + + + - + + + 780 

LDGLNSID FVAINGSNVKPI 
GAACACCGTACTGAAAAGTGGACAAAGTATTTCTTAAACGAAGATGAAATACTTCTTTC 
781 + + + + + , + 840 

EHRT E KWTKYFLNEDE I L L L 
CAGAGTTTAAAGGAAGACAAACGCGTTAAAAATTGTAATGACTATTTTAAGACAGAAGTO 
841 + + + + + + 900 

QSLKEDKRVKNCNDYFKTEV 

GGCTTAGTTACTGGACGAAACGAATTCTTTATGATGAAAGAAAACCAAGTAAAAGAA^ 
901 + + + + + + 960 

GLVTG RNEFFMMKENQVKEW 
AATC T AG AAG AAT AT AC AAT AC C TGTT AC AGGT AGGTC C AATC AGTT AAAAGGT AT AAC A 

961 + + + + + + 1020 

NLEEYTI PVTGRSNQLKGIT 
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TTTACAGAAAATGATTTTCATGAAAATTCAATGGAA 
1021 + + + „„ + + + 

FT ENDF H EN S MEQKAX H L F L 

CCACCAGATGAAGATTTTGAAAAGTTACCGATTGAGTGTCAAAA 
1Q81 — + _ + + + + 

PPDEDFEKLPIECQNYIKYG 

GAAGAAAAAGGCTTCCATCAAGGCTATAAAACCAGAATTAGAAAACGTTC^ 
1141 + + _ + + + + 

EEKGFHQGYKTRIRKR WYIT 

CCATCTAGATGGGTTCCAGATGCTTTTGCTTTAAGACAGGTTGATGGCTATC 
1201 + + + + + 

FSRWVPDAFALRQVD GYPKL 

ATTTTAAATGAAACCGACGCTTCTTCTACTGATACAATTCAT^ 
1261 + + + + + 

ILNETDASSTDTIHRVRFKE 

GGTATAAATGAAAAGTTAGCCGTAGTTTC ATTTTTG AACTC ACTC AC TTTTGC ATC TTC A 
1321 + + + + + 

GINEKLAVVSF LNSLTFASS 

GAAATAACGGGGAGAAGTTATGGTGGTGGTGTTATGACATTCGAACCAACTC 
1381 + — + _„ + + „„„„_ + + 

EITGRSYGGGVMTF EPTEIG 

GAAATCCTAATACCTTCCTTTGATAACTTATCCATTGATT^ 
1441 + + + + + 

EILIPSFDNL SIDFD KIDAL 

ATTCGAGAAAAGGAGATTGAAAAAGTCCTTGATATTGTTGATG^ 
1501 + + + + L _ + + 

IREKEIEKVLDIVDE ALLIK 

TATCATGGGTTTAGTGAGAAAGAAGTAAAACAGCTTCGAGGGATATGGA^ 
1561 + + + + + + 

YHGFS EKEVKQLRGIWKKLS 
CAGAGAAGAAACAATAGAACGAAGAAATAA 
1621 + + + 165Q 

QRRNNRTKK* 



Figure 3 . 

ATGCATATAACTGAGTTACTAGAT 

1 + + + + + + 60 

MH I s ELVDK YKAHRSTPLKP 
ACTTATAATGAAACTCAACTAAGGAATGATTTTATAGACCCACTTCTAA^ 

61 — -i . 

* + + + + + 120 

TYNETQLRNDFIDPLLKSLG 

TGGGATGTTGATAATACCAAAGGAAAAACACATATTCTAAGAGATGTCATTCAAGAAGAA 
121 + .____ + ^ + + + 

WDVDNTKG KTHILRDVIQEE 

TACATAGAAATAAAAGATGAGGAGACAAAGAAAAATCXIAGATTATACACTTCGTATAAAC 
181 ------ + + + + + + 240 

* I E I KDEETKKN PDYTLRIN 

GGTACGAGAAAGCTGTTTGTAGAGGTTAAGAAACCGTCTTTTAATATTTTGAAATCAGCT 
241 + ___ + + + + + 30Q 

GTRKLFVEVKKPSFNIL KSA 
AAAGCAGCCTTCCAAACAAGAAGATATGGTTGGAGTGCTAACCTTGGTATTTCAGTACTT 

1 + +-■ + + + + 360 

KAAFQTRRYGWSANt»GISVI< 
ACAAATTTCGAGCATCTAGTTATTTATGATTGTAGATATACGCCTGACAAATCCGACAAT 

— _+ + + + + + 420 

TNFEHLVIYDCRYTPDKSDN 

GAACATATTGCTAGATATAAAGTTTTCTCTTACGAGGAATATGAAGAAGCATTTGATGAA 
421 + + + + + + 48Q 

EHIARYKVFSYEEYEEAFDE 

ATAAAGGATATAATTTCATATGAGTCAGCCAACTCAGGTGCTCTGGACGAAATGTTTGAT 
481 . + + + + + + 54Q 

IKDI I SYE SANSGALDEMFD 

GTAAATACAAGAGTTGGTGAAACGTTTGACGAGTATTTTOTACAGCAAATTGAGAATTGG 
541 + + + + + + 60Q 

VNTRVGETFDEYFLQQIENW 

CGCGAAAAGCTAGCTAAAACTGCAATTAAAAATAACACCGAATTAGGTGAAGAGGACGTC 
601 + + + + + + 66Q 

KEKLAKTAIKNNTELGEEDV 

AATTTTATTGTCCAAAGACTATTAAACAGAATTATTTTTCTTAGAGTTTGTGAAGATAGA 
661 + ___ + + + __ + + 72Q 

NFIVQRLLNRIIFLRVCEDR 
ACCATTGAAAAATATGAAACAATTAAAAGTATAAAAAACTATGAGGAATTAAAAGATCTG 

I"" + + + + + + 780 

TI E KY ETI KS I KNY E ELKDL 

TTTCAAAAGTCTGATAGGAAATTTAATTCAGGTCTCTTTGACTTCATAGATGATACGCTC 
781 + + + + + + 84Q 

FQKSDRKFNSGLFD F I DDT L 

TTGCTTGAGGTTGAAATTGATTCGAATGTATTCATAGAAATTTTT 
841 — + + ._. + + + + 

LLEVEIDSNVLIEIFSDLYF 
CC AC AAAGC C C ATATG ATTTTTC TGTTGTCG ATCC AAC AAT ATT AAGCC AG ATAT ATG AA 
901 + + + + + + 96Q 

PQSPYDFSVVDPTILSQIYE 

CGTTTTCTAGGTCAAGAAATAATTATAGAGTCAGGTGGTACATTTCACATTACGGAGTCA 
961 + + + + + + 102Q 

RFLGQEIIiESGGTFHITES 
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1021 
1081 


CCAGAAGTTGCGCXTGTCCAATGGTGTTG 

TJ c* XT _ _ * 

p EVAASNGVVPTPKI IVEQI 
GTGAAAGACACTTTAACGCCCCTTACGGAAGGCAAAAAATTTAATGAGCT 


1080 


1141 


\T XT r\ m - 

V K DTLTPLTEGKKF NELCNL 
AAAATAGCAGATATATGTTGTGGATCAGGAACTTTCCTAATTTCAAGTTATC^ 


1140 


1201 


K IADICCGSGTFL ISSYDFI, 
GTAGAGAAAGTAATGGAAAAGATAATAGAAGAGAACATCGATGATTCAGATTTAGTATAT 


1200 


1261 


VEKVMEKI ieenidds di»vy 
GAAACTGAAGAAGGGCTAATTTTGACACTTAAAGCAAAAAGAAATATCTTGGAGAAT 


1260 


1321 


ULI E G L I LTLKA KRN I L ENN 
TTGTTTGGTGTTGATGTTAATCCATACGCTGTTGAAGTAGCTGAGTTCAGTTTATTATTA 


1320 


1381 


J.^ GVDVN PYAVEVAE FSLLL 
AAGCTATTAGAAGGTGAGAATCAGGCATCGGTTAATAATTTCATTCACGAGCATGAGGAT 


1380 


1441 


K LLEGENEASV .NNFIHEHED 
AAAATATTACCGGATTTAACATCTATTATTAAATGTGGAAACAGCTTAGTAGATAATAAG 


1440 


1501 


KILPDLTSIIKCGNSLVDNK 
TTTTTTGAATTCATGCCAGAATCGTTAGAGGACGATGAAATCTTATTTAAGGCTAATC 


1500 


1561 


FFEFMPESLEDDEILFKANP 
TTTGAATGGGAAGAGGAGTTTCCAGATATTATCGCAAATGGTGGC^ 


1560 


1621 


FEWEEEF PDIMANGGF DAI I 
GGAAATCCACCTTATGTTCGAATACAGAACATGAAAAAATATAGTCCTGAGGAAATTGAA 


1620 


1681 


PPYV R IQN MKKYSPEEIE- 
TATTATCAATCAAAAGACTCTGAATATACTGTTGCAAAAAAAGAAACAGTTGACAAGTAT 


1680 


1741 


* Y Q S KD S E YTVAKK ETVD KY 
1V1V1ATTTATTGAGAGAGCATTAATATTACTCAATCCTACTGGGCTGTTGGGTTATATA 


1740 


1801 


I» F I ERAL ILLNPTGLL GY I 
ATACCGCATAAATTCTTTATTACAAAAGGTGGTAAGGAACTAAGAAAGTTCATAGCTGAA 


1800 


1861 


IPHKFFITKGGKELRKFI AE 
AAAC ATC AAATATC AAAAATT ATAAATTTTGGTGTTAC AC AGGTCTTTTP AfJPA Arixarr 


1860 


1921 


KHQISKIINFGVTQVFPGRA 
ACATATACGGCTATTTTAATTATCCAAGCAAATAAAATGGCACAGTTCAAGTATAAGAAA 


1920 


1981 


TYTAILIIQANKMAQFKYKK 
GTAAGTAATATATCAGCAGAAACCCTAGATTCTGAAGAAAATACGTGTGTTTATAGCTCA 


1980 




VSNISAETLDSEENTCVYSS 


2040 
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GAAAAGTATAATTCTGACCCTTGGATATTTTTATCTCCTC 
2041 + + + + + + 210Q 

EKYNSDPWIFLSPETEAVFT 

AAATTTACAGAAGCTCAATTTGAGAAACTTGGAGAAATCACTC 
2101 + + + + 2160 

KFTEAQFEKLGEITDISVGL 

CAAACAAGCGCTGATAAAATATATATTTTTATTCCTGAAAA^ 
2161 + + + + + + 222() 

QTSADKIYI F I PENETSDTY 

ATATTTAATTATAAAGGGAAAAGATATGAAATAGAAAAATCTATATGTTGCCCAGCTATC 

2221 + + , A M ■ 

T * ■+■ — — -4 — - ^ ^. 2280 

I F NY KG KRY E I.E KS ICC PA I 

TATGACTTATCTTTTXSGTTCTTTTGAAAGCATTCAG^ 
2281 — + + + + + ___._ + 234Q 

YDLSFGSFESIQG NAQMIFP 

TATGAAATCAGAGATGAAGAAGCATATCTACTAGAGGAAGAAACGCTTGAAAATGATTAT 
2341 + + + + + + 2400 . 

YEIRDEEAYLLEEETLENDY 

CCTCTTGCTTGGAATTATTTGAATGAGTTTAAAGAAGC 
2401 - — + + + + + + 246Q 

PLAWNYLNE FKEALEKRSLQ 

GGCCGTAATCCGAAATGGTATCAATATGGTCGGTCCCAAAGTTTATCAAAATTTC 
2461 r+ + + + + + 252Q 

GRN P KWYQYGRSQSLSKFHD 

AAAGAAAAACrGATATGGACCGTAClTCCTACGAAACCCCCGTATC^ 
2521 + + + + + + 258Q 

KEKlilWTVLATKPPYVLDRN 

AACCTGTTATTTACTGGTGGTGGAAACGGACCGTATTATGGTTTAATTAACCA 

2581 — + + . -,, Afx 

+ + + + + 2640 

NLL FTGGGNGPYYGLINQS I 
TACTCTTTGCATTATTTTTTAGGTATTCT 
2641 + + + + + + 270Q 

Y S LfHYFLG I L SH PVIESMVK 
GC AAGGGCC AGTG AATTTAGGGG ATC ATATTATTCTC ATGG AAAACAATTTATTGAG AAA 
2701 + + -„,„„ + + „ + + 276Q 

ARASEFRGSYYSHGKQFIEK 

ATCCCAATTAGAAAGATTGATTTTGATGATCAAGATGAGGTAGACAAATATAATACGGTG 
2761 + + + + „_„ + + 2820 

I P- I RKIDFDDQDEVDKYNTV 

GTCACAACAGTAGAAAAATTAATTATAACTACCGATAGAATTAAAAGTGAGAGCAATGGA 
2821 + + _ + + + „„,„„ + 2880 

VTTVEKLI ITTDRIKSESN G 

CCCCGGAGGAGAATGTTAAGAAGAAGGTTAGATGCTTTGTCTAATCAACTT^ 
2881 + _„ + „ r + „„ + + __ + 294Q 

PRRRMLRRRLDALSNQLIQV 

ATTAATGAACTTTATAATATCAGTGACGAAGAATATACGACAGTTTTGAATGATGAAATG 
2941 + . + + + _ + + 3000 

I NE. I/YNI SDEEYTTVLrNDEM 
TTGACAGCGGCGTTAGGAGAAGAAAAATGA 
3001 + _„ + + 3030 

LTAALGEEK* 
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